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The authors regret that we did not recognize at the proofing stage
that Fig. 6 was the same as Fig. 7 due to an editing error. It should be

noted that the correct Fig. 6 was used in the peer review process. The
correct Fig. 6 is given.
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Fig. 6. Binding free energy and its components: (a) binding free
energy ΔGbind, (b) internal interaction energy change ΔEmm and (c)

solvation free energy change ΔGsolv.
The authors would like to apologise for any inconvenience caused.
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